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AMENDMENTS 



In the Claims : 



Claims 1-20 (canceied) 



21 . (Currently Amended) A ni^thod of determining a nucleic acid 
sequence, said method comprising: | 

(a) hybridizing a primer nucleic acid to a single stranded template 
nucleic acid; 

(b) extending said primer nucleic acid by at least one 
complementary nucleotide to produce an extension product that includes a 3* 
cleavable tag, wherein said at least one complementary nucleotide includes a 
3' cleavable tag; 

(c) cleaving said 3' cleavabfa 



produce a cleaved tag, not bound 



tag from said extension product to 

to E^]} said at least one complementary 



nucleotide, and an extension product'tl^at includes said at least one 
complementary nucleotide hybridized^ to said template nucleic acid sequence; 
and I 

(d) detecting said cleaved tag away from said extension product to 
determine said nucleic acid sequence. | 

22. (Currently Amended) The method according to Claim 21, wherein 
said primer nucleic acid is extended by a sin^fe cl ea v a b lo tag torm i n a to d 
deoxy nucleotide triphosphate labeled with aHcleavable tag (cdNTP^ to produce said 
extension product. 

23. (Previously Presented) The'method according to Claim 22. wherein 
said extension product is produced by a polymerase in the presence of four 
distinguishable cdNTPs. | 

24. (Previously Presented) ThJ[|iethod according to Claim 23. wherein 
said four distinguishable cdNTPs each includia!a distinguishable cleavable tag. 
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25. (Previously Presented) The- ^nethod according to Claim 21 , wherein 
said primer nucleic acid is extended by an oligonucleotide of at least two nucleotides 
in length that includes a cleavable tag. 

26. (Previously Presented) Theiinethod according to Claim 25, v^herein 
said cleavable tag is a 3' cleavable tag. 

27. (Previously Presented) The' method according to Claim 25, wherein 
said extension product is produced by a ligase in the presence of said 
oligonucleotide. : 

28. (Previously Presented) The: method according to Claim 21 , wherein 
said cleavable tag is cleavable by chemical cleavage. 

i 

29. (Previously' Presented) The method acconJing to Claim 28, wherein 
said cleavable tag is an acid cleavable tag. 

30. (Previously Presented) The^method according to Claim 28, wherein 
said cleavable tag Is a base deavable tag. 

31 . (Previously Presented) The='rViethod according to Claim 21 , wherein 
said cleavable tag is a photocleavable tag. 

32. (Previously Presented) The-^ihethod according to Claim 21 , wherein 
said cleavable tag is a fluorescent tag. | 

■ t 

33. (Previously Presented) Tha;rnethod according to Claim 21 , wherein 
said cleavable tag is a mass tag. 

34. (Previously Presented) The rnethod according to Claim 21 . wherein 
said steps (a) to (d) are repeated at least onc4 

I 

. i 

■ i 
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Claims 35-41 (cancelled) 

42. (Currently Amended) A mfefthod of determining a nucleic acid 
sequence, said method comprising: 

(a) hybridizing a primer nucleic acid to a single stranded template 

nucleic acid; 1 

[ 

(b) extending said primer nucleic acid by at least one 
complementary nucleotide to produce r single extension product that includes 
a 3' cleavable tag, wherein said at least one complementary nucleotide 
includes a 3' cleavable tag; 

(c) cleaving said 3' cleavable' tag from said single extension product 
to produce a cleaved tag not bound to said at >east one 
complementary nucleotide; 

(d) detecting said cleaved tag away from said extension product; 

(e) repeating steps (b) to (d) and thereby determining said nucleic 
acid sequence. 



43. (Currently Amended) 

sequence, said method comprising: 




lod of determining a nucleic ackl 



(a) hybridizing a primer nuclj^ic acid to a single stranded template 

nucleic acid in a sample t o producQ afhybridig a tlon produot cQmpo si t i on ; 

(b) extending said primer nucleic acid of - ca i d hybr t d i zation 
product oomposit i on by at least one'<k>mplementary nucleotide to produce a 
extension product that includes a 3* cleavable tag, wherein said at least one 
complementary nucleotide includes a 3! cleavable tag; 

(c) cleaving said 3' cleavableftag from said extension product to 
produce a cleaved tag not bound to ffin said at least one complementary 
nucleotide; and 

(d) detecting said cleaved taig away from said extension product; 
wherein said extension product is not separated from said sample 
hybrid i zation product oomposition . : | 

'l 

! 

PAGE Sfir RCVD AT 2/13/2007 5:15:29 PM [Eastern Standard Time] * SVR:USPTO-EFXRF'5/14 * DNIS:273S300 ' CSID:6S03273231 ' DURATION (mnKS):02-12 

BEST AVAILABLE COPY 



